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Development of kinship estimation methods on country-wide-size genome database
for familial disease analyses

Shibuya, Tetsuo
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Due to the development of recent next-generation sequencers (NGS), many
large-scale big genome projects are running now. As a result, genome databases becomes larger and
larger, and it could be to the country-wide scale in the near future. We develop novel technologies
useftul for comprehensive familial genetic disease analyses, such as methods for detecting
genome-wide arrangements between races, high-dimensional searching technologies, and high-accuracy

NGS analysis tools.
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