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To analyze TCR-beta chain using small number of T clls from tumor tissue, we
improved the method of TCR library. Using this method, we prepared TCR genome library by collecting
tumor infiltrating T cells using flow cytometer. We are analyzing TCR-beta chain information by

reading genome information using new generation genome sequencer. We prepared RNA seq. library of
tumor-infiltrating T cells and employed single cell RNA seq. kit to establish RNA seq. library.

For the analysis of various clinical trial data, mixed heterogeneous data mining technology is
necessary. Phase Il clinical trials to treat cancer patients using HVJ-E was delayed because of the
conflict of study design between PMDA and the company providing with anti-PD-1 antibody. As the
cancer patient samples were not obtained, we used Alzheimer®s disease patient data and established
the data mining technology.

HVJ-E was effective in PDX mice transplanted with anti-PD-1 antibody resistant melanoma.
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