©
2017 2019

Studies for useful bacteria and its genome in the gut of herbivorous fishes
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The fishes of having seaweed feeding habits were found in the Blenniidae.

The alimentary canal of these fishes was characterized by its stomach less and long intestines. We
tested species composition of the intestinal bacteria flora from the two herbivorous fish species by

16S rDNA amplicon sequencing, and found that the difference in species composition between the two
fishes was small except several strains of bacteria, suggesting a common bacterial composition in
herbivorous fish. Whole-genome sequencing of the two Vibrio strains isolated from the intestine of
two herbivorous fishes succeeded to reconstruct two cyclic chromosomes. Vibrio spp isolated from the

intestine of stellar rockskipper who had eaten solely Mozuku, a seaweed of the family
Spermatochnaceae, appeared to be able to digest Mozuku derived fucoidan. The method for findin
useful genes from the herbivorous fishes, that is the purpose of this study, was almost established.
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