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Flexible dynamics of the large scale conformational change of proteins is essential in many
biochemical reactions. In order to solve the principles of flexible dynamics and to bridge
between quantum chemical understanding of reactions and the observed physiological
phenomena, we studied the energy landscape models of protein conformation change. Also
important is the flexible stochastic kinetics of reactions among biomolecules which are
confined in a meso-scopic i.e. cellular size space. We studied the stochastic processes in such
meso-scopic systems by developing models of biochemical reactions.
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