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Sequence Complementarity-Independence Functional RNAs
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WFFER AR O EE (F£30) : Functional RNAs are classified into two types: one, like antisense and
microRNA, those function with the sequence complementarity to the target mRNA or DNA,
while the other, like aptamer, those function independent of the sequence complementarity. In
this study, we clarified superior potential of the latter class RNA that exhibits conformational
plasticity by: 1) creating artificial aptamers to target proteins of therapeutic interest; and 2)

uncover the natural aptamers encoded in human genome.
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