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The community structure and the relationship between the phylogeny and the denitrifying
ability of the isolated fungi were investigated to clarify the feature of diversity,
distribution and the function of the denitrifying fungi in the field soil. Moreover, the
contribution rate of fungus denitrification to the denitrifying activity of the soil was
compared to bacterial denitrification by using the selected inhibitor. Moreover, the
isolated from

physiological traits and the denitrification gene expression of the fungi

the field soil were investigated.
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