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GC to AT 2 56 0

AT to GC 2 1 1

GC to TA 0 10 3

GC to CG 0 7 1
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frameshifts 63(88.6) 18(19.6)  9(24.3)
deletion 4(5.7) 0 13(35.1)
total 71(100)  92(100)  37(100)

DTakimoto, K. et al., (1991) Mutat.Res. 254
199-206

@ fibroblasts, Kimura, H. et al., (1993)
Radiat. Res. 134, 202-208
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* 2
UV-B-induced mutation in A. thaliana
number of mutation (%)
KME A/ rpsL® plant/rpsL®

base change 2(50) 16(55.2) 13(68.2)

GC to AT 0 8 4

AT to GC 0 1 3

GC to TA 0 0 1

GC to CG 0 0 1

AT to CG 1 1 1

AT to TA 1 6 3
frameshifts 2(50) 13(44.8)  3(15.9)
deletion 0 0 3(15.9)
total 4(100) 29(100)  19(100)
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@ m A XF X FHEWAK Yoshihara, R. et
al., (2008) Genes & Environ. 30, 53-61
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