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We have found that microRNA-9 (mir-9), one of miRNAs that regulates RUNX1 protein
translation, is over—expressed in the bone marrow cells of nearly 15% of acute myelogenous
leukemia (AML) patients. The mir-9-expressing AML patients show short remission—-free
survival and short overall survival than the non—expressing AML patients. Thus, the
over—expression of mir-9 may cause aggressive form of AML through suppressing the
translation of RUNX1 and hence its function, which leads to the aberrant expression of
its target genes.
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