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to genomic data analysis

KAWAKITA MASANORI

2006 1,100,000 0 1,100,000
2007 600,000 0 600,000
2008 500,000 150,000 650,000

2,200,000 150,000 2,350,000

1)
1990
2000
SVM

SVM  Vapnik




)

n<<p
n<<p

€Y)

PAC(probably
approximately correct)

&)

€Y

(canu and smola 2006)



BKM

BKM

UCl

komaki (1996)

komaki (1996)

&)

kvs
n<<p
k-fold k
kvs
(HGNT)
(SCLO)
(LCNEC)
25  HGNT
BKM ocv

1
Kawakita, M. and Eguchi, S.
"Boosting method for local
learning in statistical pattern

recognition”, Neural
Computation, vol. 20, issue 11
2008
2006 ,

.9 2006



", 2006
) ,9 2006
Kawakita, M., Eguchi, S. ""Boosting
method for local learning™, the Institute
of Statistical Mathematics, Research
Memorandum, No. 1005, 13 September,
2006.

, , 2006

9 6-9 2007

Kawakita, M. "Study of gene
selection based on machine
learning on Microarray data",
Pacific Simposium of Biocomputing
2008, the Fairmont Orchid, the Big
Island of Hawaii, Hawaii, 2008.
Kawakita, M. and Eguchi, S. ""Boosting
method for local learning in statistical
pattern recognition", Neural
Computation, vol. 20, issue 11, 2008.

", 2008
, ,9 7-10 , 2008

" IBIS 2008,

, 2008.

€Y)

&)

®

KAWAKITA MASANORI



