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Development of four-base codon decoding system and its application to highly
diversified peptide drug discovery

Hohsaka, Takahiro
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In this study, in order to make it possible to introduce a wide variety of
nonnatural amino acids into peptides and proteins, we developed four-base codon decoding system in
which the genetic code originally consisted of 3 letters is expanded to 4 letters. As a result, we
found that a large number of four-base codons can be used for the introduction of nonnatural amino
acids, and established a method for collectively evaluating the translation efficiency of four-base

codons.
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