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Dicer cleaves microRNAs (miRNAs) precursors at their loop structures during
the synthesis of mature miRNAs from miRNA precursors, and then the miRNA precursors mature to
regulate transcription. However, the consequences of mutations in the loop structure sequence have
not been well understood. Our previous study identified a new miR-3260 with a loop structural
sequence mutation from a silkworm mutant strain with abnormal uric acid accumulation in the
integument. In this study, we predicted the target candidates of this miRNA and analyzed its action.
As a result, it was suggested that it may act on JH-related molecules and molecules involved in
uric acid synthesis. In addition, it was strongly suggested that the change in stem-loop structure

may affect cleavage by Dicer.
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