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i i Wolbachia are the most abundant intracellular bacteria and expected to
infect >65% of insect species worldwide. The global Wolbachia pandemic is maintained by their

ability to manipulate host biology in diverse ways such as feminization, parthenogenesis, male
killing, and cytoplasmic incompatibility. Using an Aedes cell line infected Wolbachia, we revealed

that Wolbachia showed their anti-viral effect in a cell-autonomous manner and disturbed virus
replication. The impact against virus RNAs could be mediated through RNA binding proteins physically

or functionally interacting with P-body proteins.
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