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Elucidation of host-pathogen interactions in shellfish using abalone amyotrophia
as a model and establishment of control techniques.

Matsuyama, Tomomasa
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The pathogen was identified and named Abalone asfa-like virus (AbALY)
because of the similarity of its genome structure and virus particle morphology to african swine
fever virus (ASFV). The virus was found to infect and cause death in four species of abalone.
Increased water temperature caused the virus to almost disappear, but it multiplied again when the
water temperature was lowered, making treatment difficult. poly 1:C pre-inoculation inhibited virus
multiplication, but did not prevent infection. Comparison of the whole genome between viral strains
revealed many SNPs across the entire genome length, suggesting that this virus has existed in Japan
for a long time.
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Searching for pathogenic viruses in shellfish using next-generation sequencing

Asian Fisheries Society
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https://ww2.fra.go.jp/xq/seika/seika004/
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