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Similarity and difference between Rad51 and Dmcl, two RecA homologs
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The reaction of finding homology between DNA sequences and exchanging
homologous regions is called homologous recombination and is ubiquitous in life. RecA and its family
of proteins (RecA homologs) play a central role in homologous recombination. Many eukaryotes have
two RecA homologs, Rad51 and Dmcl. While Rad51 is expressed in both somatic and meiotic cells, Dmcl

is expressed only during meiosis. In this study, we found that Dmcl is activated by two types of
accessory factors through different mechanisms: the Swi5-Sfrl complex functions in the stabilization
of Dmcl presynaptic filaments, whereas the Hop2-Mndl complex strongly promotes the initiation
reaction of DNA strand exchange The Hop2-Mndl complex is thought to strongly promote the initiation
reaction of DNA strand exchange.
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