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We used single molecule fluorescence spectroscopy and revealed the
structures and dynamics of biological macromolecules. We developed rapid solution mixing device that
can mix two solutions quickly, and enabled the system to be used in combination with the ultrafast

single molecule fluorescence detection techniques. We also developed the nano-second region

fluorescence correlation spectroscopic method. Using the systems, we investigated the dynamics of

various proteins including the wild type of F1-ATPase, the fluorescence intensity fluctuation in the
poly-alanine peptide, and the structures of a droplet forming protein, the RGG domain of LAF1.
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