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Based on the plasma metabolome analysis of Parkinson®s disease patients, we
have already identified fatty-acid beta-oxidation insufficiency in 2017. Additional metabolome
analysis with de novo PD patients showed insufficient beta-oxidation consistent with the previous
study, suggesting of the influence of levodopa medication on the metabolic changes.Likewise,
metabolic changes in polyamine, which correlated with axonal changes detected by cranial MRI, were
identified in this study.
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