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Analysis on the pharmacological mechanism of W9 peptide and development for the
novel drug based on the strong potential for chondrocyte differentiation
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The purpose of this study is to elucidate the pharmacological target of W9
peptide, which shows the potential of chondrogenesis. At first, we searched binding target of W9
peptide using avidin-streptavidin pulldown method, and a couple of cell surface proteins were
identified. Therefore, we performed knockdown and knockout experiment in ATDC5, a chondrocyte like
cell derived from mice, to examine the involvement of these proteins. Furthermore, downstream
signaling pathways in W9-stimulated ATDC5 cells were confirmed by phosphorylated proteomics
analysis. Based on these analyses, we designed bispecific antibodies to crosslink W9 target
proteins, which may mimic biotin-labelled W9 peptide, and evaluate pharmacological effects.
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