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Adolescent idiopathic scoliosis (AIS) is the most common pediatric disease
affecting spine. Large-scale genome analyses of AIS were performed. An international meta-analysis
of previously identified gene loci associated with progression and aggravation of AIS was performed
using multiracial samples to confirm the reproducibility of susceptibility gene loci. In addition, a

new AIS Genome-Wide Association Study (GWAS) was performed using approximately 3,200 AIS patient
samples and approximately 60,000 non-patient samples collected so far. A meta-analysis was performed

ianBich the obtained data was integrated with the GWAS data of the two AlSs performed earlier in
my lab.
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