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More than 10% of the causes of infertility are considered to be male
factors, and genomic abnormalities are attracting attention as one of the causes. The purpose of
this study was to construct a reference panel related to fertility based on the genomic basis
cultivated so far. A reference panel derived from a male with fertility was created from the whole
genome data held by the Tohoku Medical Megabank Organization, and the whole genome data obtained
from 17 semen samples of male infertility patients was used for the subsequent analysis. However, in

the end, 180K SNPs were detected, and 11K of AF>0.8 were detected. This result will be an important
platform for the genome analysis of male infertility in the future.
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