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We selected the chemical substance ontology CHEBI, the life science keyword
MESH, and the human gene list HGNC as search targets. In addition, we created an aging ontology that
describes aging separately for physiological changes and pathological aging.
In addition, we have developed an inference search function that combines LOD and text mining. Based
on the literature co-occurrence data, the server statistically processes the relationship between
the keyword and the data (event) containing the keyword (direct relationship layer), and further
processes the relationship between the data (indirect processing layer). It is possible to operate
at a practical speed with one unit, execute a complicated query created based on the above-mentioned
ontology, and output relevance information in a format such as RDF.
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