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Thermococcus kodakarensis Pro,
Met, Leu, Asn, Asp, Ser, Cys Trp, Phe, Tyr, His
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Enzymes involved in the metabolism of Pro, Met, Leu, Asn, Asp, Ser, Cys were
identified in the hyperthermophilic archaeon Thermococcus kodakarensis. Factors involved in the
regulation of biosynthesis of Trp, Phe, Tyr, His were identified. In addition, enzymes involved in
the biosynthesis of coenzyme A and lipoic acid were identified.
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Identification of dephospho-coenzyme A (dephospho-CoA) kinase in Thermococcus kodakarensis and
elucidation of the entire CoA biosynthesis pathway in Archaea.

Shimosaka T, Makarova KS, Koonin EV, Atomi H.

mBio. 2019 10(4):e01146-19. doi: 10.1128/mBio.01146-19
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The TKO0271 protein activates transcription of aromatic amino acid biosynthesis genes in the
hyperthermophilic archaeon Thermococcus kodakarensis.

Yamamoto Y, Kanai T, Kaneseki T, Atomi H.

mBio. 2019 10(5):01213-19. doi: 10.1128/mBi0.01213-19.
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