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Comprehensive enhancer analysis and molecular pathogenesis of leukemia using our
novel technology

Murakawa, Yasuhiro
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Leukemia is an intractable hematologic tumor that presents with a wide
variety of clinical and cellular features. Epigenetic abnormalities are important in leukemia. In
particular, transcriptional regulation of genes by enhancers determines the identity of leukemic
cells. Activated enhancers can be identified with high resolution by detecting eRNAs synthesized
from enhancers by next-generation sequencing. In this project, we developed a novel technology for
ultra-sensitive and comprehensive detection of eRNAs and applied it to around 100 hematopoietic
malignancy specimens to identify leukemia enhancer transcription programs. By integrating clinical
and genomic data, RNA expression information, and epigenetic information, we identified novel
therapeutic targets and biomarkers.
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