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Regulatory mechanism of intracellular_dynamics of conformationally aberrant
proteins and its pathophysiological significance
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It is essential for cell survival that structurally aberrant proteins
generated by environmental stresses or genetic mutations be properly degraded by intracellular
protein quality control mechanisms. Furthermore, it has been known that proteins that are not fully
degraded within the cell are transported to specific locations within the cell and sequestered. We
have identified several novel factors involved in transporting these abnormal proteins and clarified

how each factor is involved in the subcellular localization of the abnormal proteins.
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