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Establishment of a novel strategy for pathological analysis of multifactorial
diseases using genetic risk variants

Yamamoto, Kazuhiko

148,800,000

AMED

To analyze the pathogenesis of human multifactorial diseases, we aimed to
establish a methodology to identify causally related intermediate phenotypes based on the principle
that genomic factors are causally related to diseases. In this study, we focused on the immune
system, and aimed to identify causal factors related to genomic factors among intermediate
phenotypes such as gene expression and epigenomic alterations in each immune cell, and to construct
a cell-specific catalog of such factors. The construction of the catalog has been almost completed,
and it is now ready for application to immune system analysis.
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