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Development of a simple animal species identification method for leather
products by a mass spectrometer
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For products made of animal leather, the Household Goods Quality Labeling
Law stipulates the quality labeling of miscellaneous goods and industrial products, and for those
that use even a part of this, it is essential to identify the animal species. We succeeded in
extracting peptides derived from collagen protein from leather, and searched for peptides with
different amino acid sequences among the 6 species of animals to be displayed. Using this as
reference data for the amino acid sequence corresponding to each animal species, we constructed an
animal species determination system™ that determines by combining peptide moieties with different
amino acid sequences between animal species. As a result of evaluating this system in a blind test,
we achieved a correct answer rate of 100% for discrimination and succeeded in constructing a simple
and accurate "animal species discrimination system".
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