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Phylogenomic approach to the early evolution of eukaryotes
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Early evolution of eukaryotes is basic question not only for the Erath
science but also exciting human®s curiosity. Such fundamental question has been addressed by
fossils, chemical proxies, and earth environmental changes (e.g., oxygen concentration). However,
sediments in the early evolution of eukaryotes (possibly back to billions years ago) are limited and

the preservation of fossils and organic matter is getting weaker and weaker through earth history.
In present study, we tackle this question with molecular clock analysis based on genetic information
which can collect large data from recent organisms. In eukaryotes, most organisms are single cell,
and single cell eukaryotes spread in diverse group of eukaryotes. In present study, we collect
genetic information single cell eukaryotes and fossilized eukaryotes to reveal early evolution of
eukaryotes.
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