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Contribution of free-living amoebae to increased risk of pathogenic bacteria in
water supply systems and their control
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In this study, to establish the control of free-living amoeba (FLA) and

Legionella spp. in water supply systems, the sampling survey of microbial re-growth and water
quality and the batch-mode tests were conducted to evaluate the effect of removal of FLA cells by
microfiltration on regrowth prevention. FLA was detected in tap water with free chlorine residual
exceeding 0.5 mg/L, suggesting the difficulty of controlling FLA through chlorine residual control.
FLA cells were removed by a membrane filter with a pore size of 3 um, and a certain effect of
prevention for Legionella regrowth was confirmed.

Two autofluorescent substances were used as biomarkers for determination of FLA cells using FLA
isolates dominant in tap water. A increase in fluorescence intensity in proportion to concentration
was observed in the concentration range of 10 cells/mL or higher.
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Determination of log removal values of bacteria by spiral-wound reverse osmosis modules and a 2020
hollow fiber ultrafiltration module using Escherichia coli and indigenous heterotrophic
bacteria as indicators
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