©
2018 2020

Characterization and purification of oligonucleotides-polymer conjugates with
higher-order structure
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We synthesized PEGylated oIi?o DNA with defined PEG modification positions
and numbers to characterize the structure and molecular properties as a candidate of
bio-pharmaceuticals. The retention and elution behavior with these oligo and PEGylated oligo DNA
were analyzed on the several type of ion-exchange chromatography, conventional particle resin and
monolith column, and conventional ion exchange ligand and graft polymer ligand Furthermore, based on
the efficiency of double-strand formation using fluorescent molecules and the circular dichroism
spectrum, the effect of PEG chains on the structure of the molecular surface layer of PEGylated DNA
and the internal higher-order structure was also investigated.
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