©
2018 2020

A study of covalent modifier evaluation method using HDX
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Drugs bind to proteins and change their behaviour to produce a drug effect.
The binding mode between a typical drug and its binding partner protein is reversible, but some
drugs have irreversible binding properties through covalent bonds. Typical examples include aspirin
and penicillin, and many important drugs. The development of covalent drugs has been difficult due
to screening limitations, but this study proposes a simple method for extracting covalent candidate
compounds by focusing on changes in protein fluctuations using hydrogen-deuterium exchange MS.
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