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Studies on the oxidative metabolic pathway for polysaccharides involving
glycoside phosphorylases.
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In order to discover and elucidate new oxidative metabolic pathways of
various polysaccharides, phosphorylase that phosphorolyzes oligo-aldobionic acids, which are
intermediates of oxidative degradation, has been comprehensively searched. Furthermore, the
enzymatic and kinetic properties of the discovered phosphorylases were determined. Although some
novel phosphorylases have been discovered, no new phosphorylases that act on oligo-aldobionic acids
have been discovered. As a result of investigating the substrate specificity of the only enzyme that
acted on the oligo-aldobionic acid in this search, it was a cellobionic acid phosphorylase that has
a slightly different acceptor substrate specificity compared to the known one.
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