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Identification and functional analysis of the genes responsible for hyper
production of citric acid from white koji fungus Aspergillus kawachii
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The white koji fungus, Aspergillus kawachii characteristically exhibits
hyperproduction of citric acid. In this study, we clarify the genetic incidence of the
hyperproduction of citric acid in this fungus is largely due to the presence of a citric acid
exporter, CexA. Heterologous expression of the AkcexA in the yellow koji fungus, A. oryzae led the
fungus to produce a large amount of citric acid to the level comparable to A. kawachii. Lacking in
AkcexA allows the recombinant strain of A. kawachii that had acquired the capability of the
synthesis of itaconic acid to enhance the production of itaconic acid. We found the two genes
putatively involved in the transport of organic acids other than citric acid.
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