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Could "Ktedonobacteria™ be a new group of useful bacteria comparable to
actinomycetes?

Shuhei, Yabe
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We have focused on a taxon, Ktedonobacteria, that shows an actinomycete-like
morphology that could be a new beneficial bioresource for the fermentation industry, but few pure
culture strains were available, and little is known about their taxonomy and physiology. This study
described two new families, three new genera, and 11 new species in this taxon. The genome analysis
revealed that they represent a valuable resource of novel secondary metabolites and new enzymes for

woody biomass utilization.
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