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Engéneering of Corynebacterium glutamicum for production of medium-chain fatty
acids
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We attempted to engineer long-chain fatty acid-producing Corynebacterium
glutamicum to produce medium-chain fatty acids. Our findings include:
(1) Introduction of a specific mutation in the ketoacyl synthase domain of the fasA gene into the
long-chain fatty acid producer resulted in generation of a significant amount of medium-chain fatty
acids (C8 12) in exchange for reduced production of long-chain fatty acids. (2) Expression of the
biol gene of Bacillus subtilis in the long-chain fatty acid producer resulted in generation of
nonanoic acid (C9), albeit in a small amount. (3) The lipoic acid precursor octanyl-CoA (C8)
originates predominantly from the FasB route, but slightly from another bypass route, which is
likely to be the FasA route.
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