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Endoplasmic reticulum associated protein degradation in Aspergillus oryzae
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Aspergillus oryzae is a very important microorganism for Japanese
fermentative industries and is expected as a host for heterologous protein productions due to its
high-level protein secretory ability. It is considered that the protein secretion is largely related

to the endoplasmic reticulum protein quality control mechanism (ERQC).
In this study, we screened putative ERAD and ERQC autophagy-related proteins, and analysed functions
of these proteins.
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