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Search for DNA repair control methods that form the basis of polyploid breeding

Fukuda, Nobuo

3,400,000

DNA
Recombinase RAD51 Mediator RAD52

DNA RAD51

DNA
RAD52

DNA
DNA

Polyploids are present in the microorganisms in nature, which are seen to
have lower genomic stability than diploids. In this study, we focused on DNA repair by homologous
recombination and evaluated the effect of overexpression of the RAD51 gene encoding recombinase and
the RAD52 gene encoding the most important mediator on the incidence of DNA repair errors. It was
confirmed that yeast having a wild-type gene had an increased incidence of DNA repair errors when
cultured in a galactose-containing medium compared to a glucose-containing medium, but the incidence

of DNA repair errors was suppressed by overexpression of the RAD51 or RAD52 gene.
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