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Regulation of amino acid production by post-transcriptional regulation in
Corynebacterium glutamicum

Tanaka, Yuya
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We investigated the regulation of RNase expression, the post-transcriptional
regulation of lysine biosynthetic pathway, and the effects of post-transcriptional regulation on
lysine production in Corynebacterium glutamicum. We found that both RNase J and RNase E/G are
self-regulated at the stage of mRNA degradation. They also mutually regulate gene expression at mRNA
degradation. The lysine biosynthetic pathway was mainly regulated by RNase J, and RNase E/G was
less involved. As expected from the gene regulation, the RNase J-gene deletion resulted in the
improved lysine production.
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