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Comprehensive analysis of the regulation of vitamin B2 metabolism in plant
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Riboflavin (RF) and its cofactors (FMN and FAD) are essential molecules for
vital metabolic processes in all organisms. Thus, the flavin metabolism must be tightly regulated in
the cells. We previously reported that the intracellular flavin levels were tightly maintained by

the enzymes involved in their synthesis and degradation in Arabidopsis. However, information of
regulatory factors participated in the flavin homeostasis and transporters in each organelle is
mostly limited. Recently, we tried to identify novel factors involved in the flavin metabolism by a

transcriptome analysis after exogenous FAD treatment. We obtained candidate genes encoding

transcription factors and transporters. Furthermore, we demonstrated the analysis using disrupted
mutant plants of each _gene and screening of transporter genes using yeast mutant. We identified one
transcription factor involved in the regulation of flavin metabolism and two flavin transporter

genes, respectively.
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