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Multi-omics study for chemical and microbial characterization of traditional
fermented foods
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The bacterial community structure and chemical composition of sunki, a

traditional fermented pickle of turnip leaves, were characterized by a multi-omics approach based on
metagenomics and metabolomics. The results revealed that the composition of lactic acid bacteria

and components in sunki varied greatly among samples, reflecting 1ts processing method by
spontaneous fermentation. In addition, correlation analyses between microbiota, chemical
composition, and product pH indicated that certain bacterial species were responsible for the
desirable flavor compounds or for poor pH-lowering. Application of the multi-omics approach to
fermented foods may contribute to the improvement of the quality and stability of fermented food
production.
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