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7B QTLs Fine-tuning

Fine-tuning of heading time using novel QTLS on chromosome 7B in wheat

Onishi, Kazumitsu

3,300,000
7B VRN-B3
QHt-7B-Zen QHt-7B-Ru
2 TaFT-B1 =VRN-B3)
Cs QHt-7B-Ru TaFT-B1 1
4.8 kbp TaFT
MAS PPD1 VRN1
Fine-tuning
7B VRN-B3 QTL

Fine-tuning

We conducted the examination of the genetic effects and fine mapping for two

heading time genes (QTLs) on the short arm on chromosome 7B, QHt-7B-Zen from Zenkouzi-komugi and
QHt-7B-Ru from st. Rumania of spelt wheat. By using near isogenic lines (NILs) under Chinese Spring

CS genetic background, QHt-7B-Zen and QHt-7B-Ru were revealed to have the effect on earliness per
se. The chromosomal locations of QHt-7B-Zen and QHt-7B-Ru were delimited into the regions including
TaFT-B1 gene (=VRN-B3). By compared with CS allele, TaFT-B1 gene in QHt-7B-Ru region has one amino
acid substitution and a number of indels and SNPs in 4.8 kbp promoter region. In addition, copy
number variation of TaFT1 gene also might be involved in heading time variation due to alleles in

these QTLs.
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