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Studies of photoperiodic control of flowering in morning glory, a model short
day plant
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Morning glory is a short day plant, which bloom when the night length longer
than critical threshold. We studied the function of InCO, which is thought to be a key gene of
photoperiodic flowering in morning glory. First, the expression patterns of InCO splicing variants
were studied. Second observation of mutants of InCO, which were generated by CRISPR/CAS9 revealed
that InCO suppress flowering in long day conditions. In addition, some mutants flowered earlier than
wild type were selected from gamma ray irradiated Q63 M2 plants. These mutants will be useful tool

for studying photoperiodic flowering.
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