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Elucidation of the lignan biosynthesis pathway in sesame seeds.
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i i i In this study, | tried to identify novel sesaminol synthase genes and genes
which are involved in the regulation of the total sesame lignan content in order to elucidate the

biosynthesis pathway in sesame seeds. | identified genomic regions where the sesaminol synthase
genes could be contained. As for the total sesame lignan content, we found a transcription factor

gene controlling the amount of total lignans and a distinct genomic region involved in the lignan
content variation.
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