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Elucidation of seed detachment phenomenon in domestication using seed shattering
gene in rice
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Shattering is crucial for seed dispersal in nature, but it leads to reduced
yields in crops, making it an important agricultural trait. In this study, we analyzed the
shattering phenomenon in rice seeds using two approaches. First, we selected shattering-related
mutant lines from gamma-ray irradiated mutants and conducted detailed observations. Next, we crossed

these mutants with wild-type rice and investigated the segregation of shattering traits in F2
progeny. Furthermore, we identified candidate genes through MutMap analysis and plan to validate
their functions using genome editing. Additionally, we aimed to develop rice varieties with desired
shattering traits by modifying SNPs in the gSH1 gene.
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