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Identification of a disease resistant gene in anthesis of rice. Does it block
the attack of the pathogen on the surface of stigma after the pollination?

Mizobuchi, Ritsuko
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i The objective of this stud% is clonin? and characterization the QTL (RBG2)
for resistance to bacterial grain rot, caused by the bacterial pathogen Burkholderia glumae, which

is a destructive disease in heading stage of rice. We analyzed the CSSLs derived from a cross
between Koshihikari (susceptible) and cultivars of World Rice Collection. We found that a line

derived from cultivar A was resistant. The expression of RBG2 on the surface of stigma was detected
in both of K (resistant) and H (susceptible).
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Fig. 1. Comparison of BSR resistance of ‘Hitomebore’ and RBG2-NIL.
RBG2-NIL is a near-isogenic line produced by introducing a BGR-resistance QTL

(RBG2) from ‘Kele’ into ‘Hitomebore’.
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