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A rice breeding line, YTH183 had showed higher grain yield than the original
variety, IR64 which is popular in the tropical countries, in the multilocation trials in several
countries. High yielding of YTH183 was genetically dissected and found that a quantitative trait
locus, qGW5 was one of the genetic factors. Chromosomal location of qGW5 was identified and its
effect of increasing individual grain weight was confirmed. A gene, SPIKE which was identified to
increase grain yield of rice, was introduced into Japanese high-yielding rice varieties through DNA
marker selection. Rice breeding lines for yield enhancement has been developed by utilizing these
genetic factors.
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