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Whole genome analysis to investigate the hybridization process between Japanese
indigenous citrus and foreign derived citrus

NAGANO, Yukio
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cultivated species that may have been formed as a result of hybridization
between Japanese indigenous citrus and those of foreign origin, and investigated the history of
Citrus species in Japan. As a result, we found that more than 10 Japanese indigenous Citrus species
were generated by hybridization between "a genetically related group of foreign-derived Citrus
species (a group consisting of various cultivated species formed due to hybridization between
mandarin and pummelo)" and "a genetically related group of Japanese indigenous cCitrus species
(tachibana and shiikwaasa)".
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