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Identification of loguat canker resistance gene in loguat
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The objective of this study was to identify resistance genes in loquat
against loquat canker, the most serious disease in loquat cultivation. The resistance of loguat
canker Group A disease was narrowed down to three genes, SCYl-like protein 2, a disease resistance
protein RPM1, and a pentatricopeptide repeat-containing protein At5 g40410. The resistance genes
against group-C bacteria were narrowed down to two, omega-3 fatty acid and acyl-lipid omega-3
desaturase.

The CAPs markers obtained from SNP polymorphisms in these genes can be used to efficiently and
accurately detect the genes in each individual.
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