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The evolutionary and phylogeographic history of plant viruses in the world
remains largely unknown because of the difficulties in sampling across large areas. Plant viruses
have agricultural impacts on a global scale and resolving the timing and route of their spread can
aid crop protection and inform control strategies. Here we showed that turnip mosaic virus,
significant pathogens of vegetables, spread from west to east across Eurasia from about the 17th
century CE. Our phylogeographic and molecular clock analyses showed that the migration pathways of
this virus have retraced some of the major historical trade arteries in Eurasia, a network that
formed the Silk Road. On the other hands, potato virus Y spread from Europe to other parts of the
world, and Europe seemed to be a place of hub of this virus. Our studied presented a complex and
detailed picture of the timescale and major transmission routes of important plant viruses.
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