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Genetic diversity and population structure of Sydowia japonica, an agent for
control Japanese cedar pollen
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The objective of this study is to determine the genetic diversity and
genetic structure of Sydowia japonica, which has expected as a microbial material for suppressing
Japanese cedar (Cryptomeria japonica) pollen dispersal in Japan, and to clarify its relationship
with the genetic structure of native cedar trees in Japan. The distribution of Sydowia japonica was
survayed at Japanese cedar forests including natural forests where the genetic structure of Japanese

cedar trees had been studied in a previous study, and confirmed the occurrence at 56 locations in
20 prefectures. The whole genome sequence of the fungus was decoded, and genomic information was
prepared for the development of DNA markers. Using the DNA markers developed, the genotypes of the
domestic strains were identified and their genetic structure was analyzed. The results revealed that
population clusters were formed in each region.
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