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Method for evaluating embryonic embryonic lethal gene u3|n? megagametophyte of
conifer seeds: Method for applicable to outcross or open pollinate seeds

Mukai, Yuzuru
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Linkage maps for the parent trees used for out-cross and selfing were
constructed using the SSRs and the SNPs obtained by MIG-seq analysis and identified the respective
linkage group (LG) of consensus map Cryptomeria japonica. Using the megagametophytes of the seed,
the segregation ratio were scanned along at the loci located on the linkage maps for parent trees.

Although the loci mapped on the LG11l showed significant distorted segregation in the out-cross
seeds, significant segregation did not find in the selfing seeds of the both parents. Loci showing
marginal significant distortion among the cross- and selfing seeds were found in the LG10,
suggesting effect of biparental inbreeding depression.

Because of low genome coverage (60%) of the linkage maps and incomplete haplotype data in many
loci, location and effect of embryonic lethal loci could not analyzed. In addition, because of the
low seed soundness, effect of embryonic lethal loci in open pollinated seeds could not evaluated.
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