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The induction of drug resistance due to the mutation of ABC transporter gene in
fish pathogenic Lactococcus garvieae
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i _Fish pathogenic_Lactococcus garvieae serotype | and Il have been isolated
from cultured fish species in Japan. This study aimed to investigate the molecular mechanisms of

lincomycin (LCM)-resistant L. garvieae serotype | and Il, and assess the molecular basis for
lincosamide-streptogramins A-pleuromutilins (LSAP)-resistant phenotype. We identified a novel Isa(D)
gene, ATP-binding cassette F (ABC-F) protein in the LSAPresistant strains in L. garvieae | and 1l
serotypes. Amino acid identities of 40-54% were obtained between the deduced amino acids from Lsa(D)
and other Lsa-type ABC-F proteins. Furthermore, comparative analysis revealed that the allele of
Isa(D) with single point mutation in LSAP-sensitive strains in serotype |1 and Il. The minimum
inhibitory concentrations of antimicrobials against the Isa(D) complementary strain and Isa(D)
-disrupted mutant confirmed that Isa(D) conferred the LSAP-resistant phenotype.
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